markers to identify species. Digest reaction was performed in 15 μl volumes with 1X buffer, 2 units of restriction enzyme and 5 μl of PCR product. Samples were digested for 4 h at 37°C for HinfI, HphI, MboII (Fermentas) , SspI (Promega) and at 55°C for BspPI (Fermentas) . The restriction enzyme profiles were resolved on a 2% agarose gel, stained with ethidium bromide and visualized with UV light.
PCR-RFLP performance.The PCR amplification of the COI gene from both Planococcus species produced a fragment of about 900 bp. Analysis of predicted restriction sites in the COI gene revealed four enzymes (BspPI, HinfI, MboII, SspI) with restriction sites for Pl. ficus and three (HinfI, HphI, SspI) for Pl. citri.
Digestion of the products with five restriction endonucleases showed that BspPI, HinfI and SspI produced polymorphic patterns that distinguished Pl. ficus from Pl. citri and separated both from Ps. longispinus (Fig. 1) , while MboII and HphI patterns produced ambiguous identification of these species. HinfI gave a clearer distinction between the three species than BspPI and SspI. HinfI patterns produced two discrimination bands at about 300 bp and about 400 bp for Pl. ficus and single bands at about 700 bp for Pl. citri (Fig. 2 ) and at about 350 bp for Ps. longispinus. For this reason, HinfI was used to identify the mealybugs collections. This identification method was able to amplify all the specimens regardless of instar (females and immature stages) and geographic origin. The results showed that each population was composed of individuals belonging to one species (Table 1 ). All the analyzed samplings gave the same outcomes with molecular and morphological methods.
More recently, other methods were developed to distinguish between the two mealybugs using RAPD-PCR and multiplex-PCR (Demontis et al., 2007; Ulubaş Serçe et al., 2007; Saccaggi et al., 2008) . RAPD-PCR is a useful tool to discriminate species for which no genetic data are available but it isn't easily reproducible because it is sensitive to small changes in reaction conditions (McEwan et al. 1998; Pérez et al., 1998) . Multiplex-PCR, based on more than one pair of primers to amplify multiple PCR products, is difficult to develop because all the primers require the same melting temperature, they should not interact with one another and the amplified products have to be of different sizes (Hoy, 2003) . The PCR-RFLP used in the present study is more reproducible than RAPD-PCR and it is easier to develop than Multiplex-PCR. The technique provides researchers and technicians with a powerful tool for the rapid, accurate and unequivocal identification of these mealybugs in different agricultural fields, especially for the correct choice of parasitoids in integrated pest management. 
